< 2% eS8 (Scopus) <LK BRI
\ « BUIPHOEE I Fl 5% DOAJ o oL BT
2 i * % CHE2F3CH) CA * LB D BITICSTPCD

o Bell (RRAFHE SCHY) FSTA o B DA BITIRCCSE
SCIENCE AND TECHNOLOGY OF FOOD INDUSTRY o HAF A ARG LG Bt IS T o W ER B DI TIA
o ST i (WICD) 7% o [ 2: P2 Sino Med
o fr SRbE S TR R I B RO % H s — iR T
¥ HT]  ISSN 1002-0306  CN 11-1759/TS & ARS: 2—399

FLRUSFF B Y 675 B 2R BEFL N AL S RE RS A ¥ B SRR R

o, FEA, &M, MLK, 2R

Effects of Fermented Milk with Live Bifidobacterium Iactis Y6 on Intestinal Health in People with Digestive Dysfunction
LI Xu, HUANG Zhiyu, HUANG Juan, TAO Chunchang, and JIN Tingfei

TELR I View online: https:/doi.org/10.13386/j.issn1002-0306.202303007 1

FRAT RIS A SR

Articles you may be interested in

THRENESERE VR4 1 3 {2 FE A T 50 0 J
Research Progress of Functional Oligosaccharides on Regulating Intestinal Health

5 TAlRHE. 2021, 42(21): 428-434  https://doi.org/10.13386/j.issn1002-0306.2020100019
L) S TR X 5 i K1 B i PN 2 0 R i O R 11 2 i

Effects of phytosterol ester on short—chain fatty acids in colon content of rats fed a high fat diet
B Tl RHE. 2018, 39(7): 292-297,302  https://doi.org/10.13386/j.issn1002-0306.2018.07.053

SN/ U AR R R
Effects of Turnip on Intestinal Flora of Mice
B TAkRHE. 2018, 39(14): 287-291  https:/doi.org/10.13386/j.issn1002-0306.2018.14.054

BELS ZFFRAT T 3 Tl g e O W it
Research Progress of Bacillus coagulans Regulating Gut Health
B TAbEHE. 2018, 39(14): 341-345  https:/doi.org/10.13386/j.issn1002-0306.2018.14.064

— I 7 R B2 B R 2% T BRAEAS L/ N B R D R 05 K TR ) 2 )
Effect of a Compound Chinese Herbal Medicine on Cognitive Dysfunction and Gut Microbiota in the Model Mouse with Alzheimer’ s

Disease

£ Tl BHE . 2021, 42(13): 345-350  https://doi.org/10.13386/j.issn1002-0306.2020080074
TR AE JIORT R Y 4 B € A 2 BR DT /N OB 8 T A 1 R0 4

Regulation of Fermented Wax Gourd on Intestinal Microflora of Mice Infected with Staphylococcus aureus

£ Tl RHE. 2021, 42(20): 149-156  https://doi.org/10.13386/1.issn1002-0306.2021040128



http://www.spgykj.com//article/doi/10.13386/j.issn1002-0306.2023030071
http://www.spgykj.com//article/doi/10.13386/j.issn1002-0306.2020100019
http://www.spgykj.com//article/doi/10.13386/j.issn1002-0306.2018.07.053
http://www.spgykj.com//article/doi/10.13386/j.issn1002-0306.2018.14.054
http://www.spgykj.com//article/doi/10.13386/j.issn1002-0306.2018.14.064
http://www.spgykj.com//article/doi/10.13386/j.issn1002-0306.2020080074
http://www.spgykj.com//article/doi/10.13386/j.issn1002-0306.2021040128

545 % 51 i Tl B Vol. 45 No. 1
2024 4F 1 H Science and Technology of Food Industry Jan. 2024

B0, BEEE, EIH, AF. LAV B Y6 I TR B L0 T £h B AR I At K (2 e A S ) (0], B Tl R, 2024, 45(1):
170—177. doi: 10.13386/j.issn1002-0306.202303007 1
LI Xu, HUANG Zhiyu, HUANG Juan, et al. Effects of Fermented Milk with Live Bifidobacterium lactis Y6 on Intestinal Health in
People with Digestive Dysfunction[J]. Science and Technology of Food Industry, 2024, 45(1): 170—177. (in Chinese with English
abstract). doi: 10.13386/j.issn1002-0306.2023030071

-EYTER -

FLDUSAT T Y6 15 T LR TR X IR AL
A Er‘fﬁﬂéf ) E‘Jﬁ‘/ﬂﬁl

(1.r K ﬁﬁréﬁi%:}iﬂimﬁu\ﬂ J~ &) M 510630
2.7 RN ATENSE, &R M 511356)

RS

(A

W OENTHRALALSHEATE Y6 FE A KB LA e AAAR RO Ra, AT T —RELT
FRIh . EBEAERARFI A LRE, FEAA200mL Y6 FHA LI, H44 B, »AEFHRAB T
& & F4, BB A llumina PE300 M 5--F &, 3 il4 £ £ 449 16S tDNA PCR =4 A BT & @205,
ERAMEEN T T ER P44 E (SCFAs) 894 F. 2R &9, %A Y6 AR A HILAREFFH
s RIERA BRI F R EER (P<0.01) ; HBFMFLERET, Y6 EH A KB T HT AR E it £ 40 25
A REIREE, A SR E R RAI BT, J A BE dkkermansia. Collinsella #= Erysipelotrichacee_
UCG 003 B ogARst FE¥hm, HEHR Lachnoclostrldlum By Aast F g B R, ML A SCFAs (T8, AEAT
B) HEREE A (P<0.05) o JLAEATH Y6 FH A KA BEILEY T 7T AR F 2 &4 Lo e A3 A BE 09 i i
A Y6 Bk 5 RAE I ARG

4R SLAE AT Y6, B A BEIL, H AT AT, 424k A8 B BR (SCFAs) |, Wi f
FE43S:TS252.54 XERFRIRAS: A X EHS:1002-0306(2024)01-0170—08
DOI: 10.13386/).issn1002-0306.2023030071

Effects of Fermented Milk with Live Bifidobacterium lactis Y6 on
Intestinal Health in People with Digestive Dysfunction

LI Xu', HUANG Zhiyu', HUANG Juan’>, TAO Chunchang', JIN Tingfei""

(1.Guangdong Yikewei Biotechnology Co., Ltd., Guangzhou 510630, China;
2.Guangdong Yantang Dairy Co., Ltd., Guangzhou 511356, China)

Abstract: To investigate the effects of administering fermented milk with live Bifidobacterium lactis Y6 on intestinal health
in people with digestive dysfunction, a dietary intervention experiment was conducted. Volunteers with digestive problems
were selected to consume 200 mL Y6 fermented milk daily for 4 weeks. Clinical scores were performed before and after the
intervention, the Illumina PE300 sequencing platform was used to perform high-throughput sequencing of 16S rDNA PCR
product fragments of fecal microorganisms in volunteers, the content of short-chain fatty acids (SCFAs) in feces was
determined using gas chromatography. The results showed that drinking Y6 fermented milk had a significant improvement
on clinical symptoms caused by digestive dysfunction (P<0.01). High-throughput sequencing results showed that drinking
Y6 fermented milk had significant effect on the composition of gut microbiota rather than the diversity and richness. The
relative abundance of beneficial bacteria Akkermansia, Collinse and Erysipelotrichaceae UCG_003 genera increased while
the harmful bacteria Lachnoclostridium genera reduced. The contents of intestinal SCFAs (acetic acid, propionic acid and
butyric acid) increased significantly (P<0.05). The intervention of fermented milk with live Bifidobacterium lactis Y6 can
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significantly improve the intestinal health of people with digestive dysfunction, providing a theoretical basis for the

application of Y6 strains.

Key words: Bifidobacterium lactis Y6; fermented milk with live cultures; digestive dysfunction; short-chain fatty acid

(SCFAs); intestinal health
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Fig.7 LEfSe analysis of intestinal flora before and after
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