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Screening,identification and activity analysis of
a Dextranase—producing Altermonas espejiana strain
JIAO Yu-liang'?, WANG Shu—jun’*,LV Ming-sheng' FANG Yao-wei', LIU Shu'

(1.College of Marine Sciences, Huaihai Institute of Technology, Lianyungang 222005, China;
2.Jiangsu Marine Resources Development Research Institute, Lianyungang 222001, China)

Abstract: A dextranase producing strain Altermonas espejiana YSN412 was isolated from a beach mud sample
of Lianyungang port. The enzymatic properties of the dextranase AesDEX were analyzed. The culture condition
for production of enzyme from the strain was investigated. The optimum temperature and pH value of the
enzyme were 30°C and 8 respectively. After incubation at 30°C and 50°C for 2.5h,the remnant relative
enzymatic activities were 95% and 14% respectively. The optimum carbon and nitrogen sources were
cellobiose and yeast powder respectively. When the concentration of NaCl was 2% (w/w) and the initial pH
value was 8,the enzymatic activity of the liquid culture reached its maximum 9U/mL after culturing the strain for
12h. The A. espejiana YSN412 strain isolated and identified in this study produced dextranase quickly and the
dextranase AesDEX had a low optimum temperature for enzymatic activity. The enzyme showed the potential to
lower the cost and increase the efficiency in industry.
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F 1%, 47 FEREBT0.5% , W5 (0 A7 HERE 152000 0.1%,
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rRINAZE KT H0 4 89 J5 W )7, K BE 9 1425bp, #E RS



A A

@a:%}&l

VKNG OL I 207 75 o Sl BEAT 16S rRNAKE DR P47 1 53
BERE 3N, RILY SN412 54285 B B (A lteromonas)
AR PR RS, Rk B E3R . B s
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K1 A. espejiana YSNA12BFE VR TE &
Fig.1  Colony morphology of the A. espejiana YSN412 strain
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Fig.2 Agarose gel electrophoresis of the PCR product of
the 16S rRNA gene of A. espejiana YSN412 strain
TE: M-DNAZ) 14k ; 1-16S tRNAKE K T4 PCRY 1 4)
2- [P

581~ gil164654276 Colwellia sp. BSs20010
100} 4193009038 Colwellia sp. BSi20043
10 &l 11184718 Colwellia sp. SLW0S
n gil313760077 Pseudoalteromonas sp. PC22a
r‘\— 2399106769 Vibrionaceae bacterium KMM6351
5il386804588 Uncultured gamma proteobacterium clone T46
U 2il78609195 Gamma proteobacterium Ghf-Ret-3

211339459944 Alteromonadales bacterium G-7
\—I(X)‘Jj@346722080 Alteromonas sp. YSN412

74— 4il189314168 Alteromonas sp. BG20

—
0.01

KI3 - T°16S tRNAKERT SR EE (MA. espejiana YSN412
IR R GE ALY
Fig.3 Phylogenic tree of A. espejiana YSN412 based on
16S rRNA gene sequences
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Fig.4 Effect of pH and temperature on the enzymatic activity
of AesDEX
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Fig.5 Effect of medium composition on the enzyme production

of A. espejiana YSN412

2.3.2  BEFEET MR P g e e T A,
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3 #iHitie
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A TRER T I RS R b iR SR A e T 7 A
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I E U B S0°C A AT, SpedGp HAB AT S, 365 5 F T
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7 AR A TR I IS N RE VT (0.15U/mb) , W
LUV BR73.3% (AT BERR . 5346, AR e Axvp, W

174 013z %0m
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Fig.6  Effect of culturing time and temperature on the

enzyme production of A. espejiana YSN412
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KA. espejiana YSNA12 855 FE W v ) (OU/mL) =
T JE A rthrobacter) (ZJ3U/mLY) , 55 B 1K) K& 18
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Ty A AR ) A T B INT I e 3 A FH iR BE 2 30°C,
ARG T 5 R A T B T I V) o o A P L S 78 e 2 AP S
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