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Isolation and characterization of a luminous bacteria strain
named Photoboicterium Leiognathi N1
XIE Hai-ping' ° WU Ya-mei’ ZHANG Liang" WANG Hua-jie’

(1.School of Life Sciences Sun Yat—sen University Guangzhou 510275 China;
2.Guangdong Provincial Oceanic and Fishery Environment Monitoring Center Guangzhou 510222 China)

Abstract: A luminous bacteria strain N1 was isolated from a sea fish( mullet) and it was classified systematically
using routine methods such as classified and characterized by its morphological cultural physiological and
biochemical features and molecular biological. The results indicated that this strain belonged to facultative
anaerobe fermentation and Gram-negative rod—shape bacteria.16S rDNA nucleotide sequence testing showed it
was most similar to Photoboicterium Leiognathi and the homology was up to 99.8%.Phylogenetic tree also showed
that N1 and Photobacterium leiognathi strains were from a batch.The cultural and physiological of this strain was
totally identical to the Photoboicterium Leiognathi additionally. So the strain was preliminary identified as
Photoboicterium Leiognathi N1.
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2.3 16S rDNA
N N1 1547bp 16S rDNA
( 1) BLAST NCBI
1.2.2 N1 Photoboicterium Leiognathi 16S
¢ e« 99.8% ( 1463 /1466) .,
>> 7 o TTGTTACGACTTCCCCCAGTCATGAACCACACCGTGOTA AACGCOCTCCCOAAGGTTAAGCT
ATCTACTTCTGOTOCAGCCCACTCCC ATGGTOTGACTGETGOTOTOTACA AGGCUNGGGAAC
1 -2- 3 1 6 S rDN A GTATTCACCSTGACATTCTGATTCACGATTACTAGCGATTCOGACT TCATGGAGTCGAGTTGE
1.2.3.1 DNA AGACTCCAATCOBGACTACGACTTACTTTCTOOGATTCGUTCACTC TORCGATTTGGCAGTT
CTCTOTATACGCCAT TG TAGCACOTETOTAGCCC TACTOR TA AGGOCCATG ATGACTTGACTT
DNA @ PCR R ST ACCTTCO TCCH T TTTCACCOGC AGTCTCONTOG AGTTCOCCCCRAMGTO ACTG
ABOOATAGOOTTOCOCTCOTTOCGHGACT Th COCA ACAGAGCTTTOCA ACACGC AR ACA
1.2.32 16S rDNA TOCBACAGCCATGCAGCACCTOTCTCAG AATTCCOG AAGGCACC AL ACCATCTCTOGALL
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R 1pL DNA 0.5pL. Tag DNA
0.5uL 50pLo
Smin 94°C 1min 56°C 1min 72°C
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1.2.3.4 16S rDNA PCR
16S rDNA
BLASTn( http//www.ncbi.nlm.
nih.gov/BLASTn) GenBank
rDNA DNA
Clustalx 1.83 o
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GTTCTCTGO AT GTCAGAGTAGOTAAIGT TCT TCOCGT TGCATCOAT TAAACCACCAATGCTCC
ACCGUTTGTGOGCGCCCT TAGCTCCGAL AGCC ACGGUT TRATCGA ATTA ALCCACATICTCC
GOTCTACTTAACGCGTTAGCTCOG AAAGCCADGGCTCAGGCCACAACCTCCAACTAGACE
TCOTTTACGGCGT GG ACTACCGOGTATC TAATCCTOT TIGCTCCCC ACGCTTTCOCATCTGA
GCGTCAGTCTTTCTCCAGGGGGCCECCTTCGCCACCOOTATTCCTTCAG ATCTC TRCGCATTT
CACCGCTACACCTGAAATTCTACCCCCCTCTACAAGACTCTAGTCTGCCAGTTC AR ALTGOT
GTTCCGAGGT TGAGCCCOGGGCTTTCACATCT TGO TTAACAGACOGCCTGCATGOGCTITAC
GCCCAGTAATTCCGAT TAACGCTCGCACCCTCCGTATTACCACGGCTOCTOOCACGTAGTTA
GCCEGTOCTTCTTCTGTAGGTAACGTCAAACA ATGCOGCTAT TA ACGACACTOCCTTCCTCCC
TACTGAAAGTACTTTACAACCCGAAGGCCTTCTTCATACACGCGGCATGGCTGUATCAGGGT
TTCCCCCATTOTGC AATATTCCOCACTOCTGCCTCCCOTAGAGTCTOGACCGTATCTCAGTT
COAGTETGGCTCGATCATCCTCTC AG ACCHUTAGGGATCATTGCCTTGOTGAGCCATTACCTC
ACCAACALCGCTATCCCACCTOOGCTEATCTGACGCG AG AGGUCCGOA GO TCCCCCTCTTT
GCTCCGAAGAGATTATGCCCTATTAGCTATCGT TTCC AATAGTTATCCCCCACATC AGGGCTA
TTCCCAGGUAT TACTCACCCGTCCGCCRCTCRCCGCCCTTAACGTTCCCCGAAGGTTCAGTT
ABGTCGCTGOCGCTCOACTTGCATGTOTTAC
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4 T,(3%)
A B C D (mg/g) SOD( u/g)
1 1 1 3 1 2.58 54.93 57.51
2 1 2 2 2 2.53 53.98 56.51
3 1 3 1 3 2.52 53.71 56.23
4 2 1 1 3 2.50 54.36 56.86
5 2 2 3 1 2.48 51.68 54.16
6 2 3 2 2 2.46 51.77 54.23
7 3 1 2 2 2.51 52.63 55.14
8 3 2 1 3 2.45 51.84 54.29
9 3 3 3 1 2.42 51.69 54.11
k, 56.75 56.50 55.79 55.26
k, 55.08 54.99 55.29 55.29
k, 54.51 54.86 55.26 55.79
R 2.24 1.64 0.53 0.53
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54.93u/g. 5 :
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87 ‘Photobacterium frigidiphilum KCTC 12]X4Tlr\‘{538749. 1)
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