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Cloning expression and characterization
of Acidothermus cellulolyticus 11B glucose isomerase

WANG Xiao-le XUE Qing—hai JIANG Bo MU Wan-meng"

( State Key Laboratory of Food Science and Technology Jiangnan University Wuxi 214122 China)

Abstract: Glucose isomerase is the main enzyme for biotransformation of high - fructose corn syrup. A gene
encoding glucose isomerase from Acidothermus cellulolyticus 11B( ATCC 43068) was cloned and over expressed
in Escherichia coli. The recombinant glucose isomerase was purified to electrophoretic homogeneity by affinity
chromatography.The recombinant enzyme molecular weight was about 43kDa with high bioconversion activity.
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